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Outline of SAJ: Activities and Membership

The Society for Actinomycetes Japan (SAJ) was established in 1955 and authorized as a
scientific organization by Science Council of Japan in 1985. The Society for Applied Genetics of
Actinomycetes, which was established in 1972, merged in SAJ in 1990. SAJ aims at promoting
actinomycete researches as well as social and scientific exchanges between members domestically and
internationally.

The Activities of SAJ have included annual and regular scientific meetings, workshops and
publications of The Journal of Antibiotics (the official journal, joint publication with Japan Antibiotics
Research Association), Actinomycetologica (Newsletter) and laboratory manuals. Contributions to
International Streptomyces Project (ISP) and International Symposium on Biology of Actinomycetes
(ISBA) have also been SAJ's activities. In addition, SAJ have occasional special projects such as the
publication of books related to actinomycetes: “Atlas of Actinomycetes, 1997”,“Identification Manual
of Actinomycetes, 2001 and “Digital Atlas of Actinomycetes, 2002 (http://atlas.actino.jp/). These
activities have been planned and organized by the board of directors with association of executive
committees consisting of active members who belong to academic and nonacademic organizations.

The SAJ Memberships comprise active members, student members, supporting members
and honorary members. Currently (as of May, 2024), SAJ has 354 active members including 36
oversea members, 7 honorary members, 1 oversea honorary member, and 15 supporting members.
The SAJ members are allowed to join the scientific and social meetings or projects (regular and
specific) of SAJ on a membership basis and to browse The Journal of Antibiotics from a link on the
SAJ website and will receive each issue of Actinomycetologica, currently published in June and
December. Actinomycete researchers in foreign countries are welcome to join SAJ. For application of
SAJ membership, please contact the SAJ secretariat (see below). Annual membership fees are
currently 5,000 yen for active members, 3,000 yen for student members and 20,000 yen or more for
supporting members (mainly companies), provided that the fees may be changed without advance
announcement.

The current members (April 2024 - March 2026) of the Board of Directors are: Kenji UEDA
(Chairperson; Nihon Univ.), Kenji ARAKAWA (Vice Chairperson; Hiroshima Univ.), Hideki
YAMAMURA (Secretary General; Univ. of Yamanashi), Moriyuki HAMADA (NITE), Makoto
HASHIMOTO (Musashino Univ.), Yohei IZAKA (Toho Univ.), Yoshimasa ISHIZAKI (BIKAKEN),
Shinya KODANI (Shizuoka Univ.), Ikuko KOZONE (N2PC), Takuto KUMANO (Tsukuba Univ.),
Takuji NAKASHIMA (Waseda Univ.), Shinya NISHIWAKI (Taiho Pharmaceutical Co., Ltd.), Miyuki
OTSUKA (Tamagawa Univ.), Natsumi SAITO (NIT, Tsuruoka) and Tsuyoshi YAMAMOTO
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(MicroBiopharm Japan Co., Ltd.).

Copyright:
The copyright of the articles published in Actinomycetologica is transferred from the authors to the

publisher, The Society for Actinomycetes Japan, upon acceptance of the manuscript.
The SAJ Secretariat

c/o Institute of Microbial Chemistry, 3-14-23 Kamiosaki, Shinagawa, Tokyo 141-0021, JAPAN
E-mail: info@actino.jp
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List of new scientific names and nomenclatural changes

in the phylum Actinomycetota validly published in 2023

ABBREVIATIONS
IJSEM, International Journal of Systematic and Evolutionary Microbiology

LCTO, List of Changes in Taxonomic Opinion
VL, Validation List

Ref, Reference

References of 'List of changes in taxonomic opinion (LCTO)' and 'Validation List (VL)'
are shown on the below.

LCTO37, LCTO no. 37 [LJSEM, 2023, 73: 005696]

LCTO38, LCTO no. 38 [LJSEM, 2023, 73: 005923]

VL209, VL no. 209 [IJSEM, 2023, 73: 005709]

VL210, VL no. 210 [IJSEM, 2023, 73: 005812]

VL211, VL no. 211 [IJSEM, 2023, 73: 005845]

VL212, VL no. 212 [IJSEM, 2023, 73: 005931]

VL213, VL no. 213 [IJSEM, 2022, 73: 005997]

VL214, VL no. 214 [IJSEM, 2023, 73: 006080]

NEW ORDER

Anaerosomatales Khomyakova et al. 2023, ord. nov.
Type genus: Anaerosoma Khomyakova et al. 2023
Ref: Front Microbiol 2022; 13:1047580, VL211

A member of the class Coriobacteriia Konig 2013.

NEW FAMILY

Anaerosomataceae Khomyakova et al. 2023, fam. nov.
Type genus: Anaerosoma Khomyakova et al. 2023
Ref: Front Microbiol 2022; 13:1047580, VL211

A member of the order Anaerosomatales Khomyakova et al. 2023.



NEW GENUS

Anaerosoma Khomyakova et al. 2022, gen. nov.
Type species: Anaerosoma tenue Khomyakova et al. 2023
Ref: Front Microbiol 2022; 13:1047580, VL211

A member of the family Anaerosomataceae Khomyakova et al. 2023.

Antiquaquibacter Toumi et al. 2023, gen. nov.
Type species: Antiquaquibacter oligotrophicus Toumi et al. 2023
Ref: IJSEM 2023; 73:006205

A member of the family Microbacteriaceae Park et al. 1995.

Arabiibacter Lo et al. 2023, gen. nov.

Type species: Arabiibacter massiliensis Lo et al. 2023

Ref: Curr Microbiol 2022; 79:47, VL210

A member of the family Eggerthellaceae Gupta et al. 2013.

Caniella Afrizal et al. 2023, gen. nov.

Type species: Caniella muris Afrizal et al. 2023

Ref: Cell Host Microbe 2022; 30:1630-1645, VL213

A member of the family Atopobiaceae Gupta et al. 2013.

Curtanaerobium Sun et al. 2023, gen. nov.

Type species: Curtanaerobium respiraculi Sun et al. 2023
Ref: IJSEM 2023; 73:005864

A member of the family Eggerthellaceae Gupta et al. 2013.

Goekera Montero-Calasanz et al. 2023, gen. nov.

Type species: Goekera deserti (Jiang et al. 2023) Montero-Calasanz et al. 2023
Ref: Front Microbiol 2022; 13:975365, VL210

A member of the family Geodermatophilaceae Normand 2006.

Jidongwangia Han et al. 2023, gen. nov.

Type species: Jidongwangia harbinensis Han et al. 2023

Ref: IJSEM 2023; 73:005670

A member of the family Micromonosporaceae Krassilnikov 1938 (Approved Lists
1980).



Lolliginicoccus Miyanishi et al. 2023, gen. nov.

Type species: Lolliginicoccus suaedae (Liu et al. 2021) Miyanishi et al. 2023

Ref: IJSEM 2023; 73:005788

A member of the family Nocardiaceae Castellani and Chalmers 1919 (Approved Lists
1980).

Parvivirga Khomyakova et al. 2022, gen. nov.
Type species: Parvivirga hydrogeniphila Khomyakova et al. 2023
Ref: Front Microbiol 2022; 13:1047580, VL211

A member of the family Anaerosomataceae Khomyakova et al. 2023.

Parafrankia Gtari 2023, gen. nov.

Type species: Parafrankia elaeeagni (Nouioui et al. 2016) Gtari 2023

Ref: Front Microbiol 2022; 13:1041425, VL210

A member of the family Frankiaceae Becking 1970 (Approved Lists 1980)

Pleomorpha Montero-Calasanz et al. 2023, gen. nov.

Type species: Pleomorpha daqingensis (Wang et al. 2017) Montero-Calasanz et
al. 2023

Ref: Front Microbiol 2022; 13:1100319, VL211

A member of the family Geodermatophilaceae Normand 2006.

Profundirhabdus Liu et al. 2023, gen. nov.

Type species: Profundirhabdus halotolerans Liu et al. 2023
Ref: IJSEM 2023; 73:006016

A member of the family Nitriliruptoraceae Sorokin et al. 2009.

Protofrankia Gtari 2023, gen. nov.

Type species: Protofrankia coriariae corrig. (Nouioui et al. 2017) Gtari 2023
Ref: Front Microbiol 2022; 13:1041425, VL210

A member of the family Frankiaceae Becking 1970 (Approved Lists 1980)

Pseudofrankia Gtari 2023, gen. nov.

Type species: Pseudofrankia inefficax (Nouioui et al. 2017) Gtari 2023
Ref: Front Microbiol 2022; 13:1041425, VL210

A member of the family Frankiaceae Becking 1970 (Approved Lists 1980)



Rhizohabitans Yamada et al. 2023, gen. nov.

Type species: Rhizohabitans arisaemae Yamada et al. 2023

Ref: IJSEM 2023; 73:005803

A member of the family Streptosporangiaceae Goodfellow et al. 1990.

Solicola Lopez Marin et al. 2023, gen. nov.
Type species: Solicola gregarius Lopez Marin et al. 2023
Ref: IJSEM 2023; 73:005678

A member of the family Nocardioidaceae Nesterenko et al. 1990.

Trujillonella Montero-Calasanz et al. 2023, gen. nov.

Type species: Trujillonella endophytica (Zhu et al. 2013) Montero-Calasanz et al. 2023
Ref: Front Microbiol 2022; 13:975365, VL210

A member of the family Geodermatophilaceae Normand 2006.

NEW SPECIES

Actinoallomurus soli Chantavorakit et al. 2023, sp. nov.
Type strain: NBRC 115556; TBRC 15726; WRP6H-15
Ref: IJSEM 2023; 73:006177

Actinoallomurus rhizosphaericola Chantavorakit et al. 2023, sp. nov.
Type strain: NBRC 115557; TBRC 15727; WRP9H-5
Ref: IJSEM 2023; 73:006177

Actinomadura terrae Lee et al. 2023, sp. nov.
Type strain: KACC 19752; NBRC 114688; OS3-83
Ref: IJSEM 2023; 73:005687

Actinophytocola gossypii Ge et al. 2023, sp. nov.
Type strain: CGMCC 4.7707; JCM 34412; S1-96
Ref: IJSEM 2023; 73:005832

Actinoplanes aksuensis Ding et al. 2023, sp. nov.
Type strain: CCTCC AA 2021037; LMG 32622; TRM 88003
Ref: IJSEM 2023; 73:005705
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Actinoplanes hotanensis Ding et al. 2023, sp. nov.
Type strain: CCTCC AA 2021036; LMG 32621; TRM 88002
Ref: IJSEM 2023; 73:005705

Actinoplanes maris Xie et al. 2023, sp. nov.
Type strain: CGMCC 4.7854; DSM 101017; M416
Ref: IJSEM 2023; 73:005911

Actinoplanes polyasparticus Ding et al. 2023, sp. nov.
Type strain: CCTCC AA 2021015; LMG 32389; TRM 66264-DLM
Ref: IJSEM 2023; 73:005705

Actinospica acidithermotolerans Kusuma et al. 2022, sp. nov.
Type strain: CCMM B1308; ICEBB 9; MGRDO01-02; NCIMB 15218
Ref: Arch Microbiol 2022; 204:518, VL214

Aeromicrobium duanguangcaii Ye et al. 2023, sp. nov.
Type strain: GDMCC 1.2981; KCTC 49764; zg-Y50
Ref: IJSEM 2023; 73:006118

Aeromicrobium senzhongii Ye et al. 2023, sp. nov.
Type strain: CGMCC 1.17414; JCM 33888; zg-629
Ref: IJSEM 2023; 73:006118

Aeromicrobium wangtongii Ye et al. 2023, sp. nov.
Type strain: GDMCC 1.2982; KCTC 49765; zg-Y 1379
Ref: IJSEM 2023; 73:006118

Agromyces larvae Won et al. 2023, sp. nov.
Type strain: CFWR-12; KACC 19307; NBRC 113047
Ref: IJSEM 2023; 73:005949

Agromyces seonyuensis Kim and Kim 2023, sp. nov.
Type strain: KCTC 49423; LMG 31762; MMS17-SY077
Ref: IJSEM 2023; 73:005689



Amycolatopsis camponoti Zakalyukina et al. 2023, sp. nov.
Type strain: A 23; DSM 111725; VKM 2882
Ref: Antonie van Leeuwenhoek 2023; 116:597-598, VL214

Amycolatopsis iheyensis Ngamcharungchit et al. 2023, sp. nov.
Type strain: NBRC 115671; OK19-0408; TBRC 16040
Ref: IJSEM 2023; 73:005757

Anaerosoma tenue Khomyakova et al. 2022, sp. nov.
Type strain: JCM 39237; KCTC 25380; MO8DHB; UQM 41472; VKM B-3570
Ref: Front Microbiol 2022; 13:1047580, VL211

Antiquaquibacter oligotrophicus Toumi et al. 2023, sp. nov.
Type strain: DSM 111415; NCAIM B.02656; SG_E 30 P1
Ref: IJSEM 2023; 73:006205

Antribacter soli Zhang et al. 2023, sp. nov.
Type strain: CGMCC 4.7737; KLBMP 9083; NBRC 115577
Ref: IJSEM 2023; 73:005771

Arabiibacter massiliensis Lo et al. 2023, sp. nov.
Type strain: CSUR P3078; DSM 104007; Marseille P3078
Ref: Curr Microbiol 2022; 79:47, VL210

Arthrobacter caoxuetaonis Liu et al. 2023, sp. nov.
Type strain: GDMCC 1.2809; JCM 35173; zg-Y453
Ref: IJSEM 2023; 73:005742

Arthrobacter gengyungqii Liu et al. 2023, sp. nov.
Type strain: GDMCC 1.2808; JCM 35168; zg-Y809
Ref: IJSEM 2023; 73:005742

Arthrobacter ipis Gonzalez-Dominici et al. 2022, sp. nov.
Type strain: CECT 30100; I A7; LMG 31782
Ref: Microb Ecol 2022; 83:1123, VL211



Arthrobacter jinronghuae Zhang et al. 2023, sp. nov.
Type strain: GDMCC 1.3493; JCM 35822; zg-Y859
Ref: IJSEM 2023; 73:006168

Arthrobacter mangrovi Hamada et al. 2023, sp. nov.
Type strain: HIs16-36; NBRC 112813; TBRC 15750
Ref: IJSEM 2023; 73:005749

Arthrobacter rhizosphaerae Li et al. 2023, sp. nov.
Type strain: CCNWLXL 1-35; CCTCC AB 2021087; JCM 34638
Ref: Arch Microbiol 2022; 204:543, VL210

Arthrobacter vasquezii Valenzuela-Ibaceta et al. 2023, sp. nov.
Type strain: EH-1B-1; LMG 32961; RGM 3386
Ref: IJSEM 2023; 73:006095

Arthrobacter zhangbolii Liu et al. 2023, sp. nov.
Type strain: GDMCC 1.2880; JCM 35170; zg-Y462
Ref: IJSEM 2023; 73:005742

Arthrobacter zhaoxinii Zhang et al. 2023, sp. nov.
Type strain: GDMCC 1.3494; JCM 35821; zg-Y815
Ref: IJSEM 2023; 73:006168

Baekduia alba Vieira et al. 2023, sp. nov.
Type strain: 0141 _2; CECT 9239; DSM 104299; LMG 30000
Ref: IJSEM 2023; 73:005918

Bifidobacterium mellis Olofsson et al. 2023, sp. nov.
Type strain: Bin7N; CCUG 66113; DSM 29108
Ref: IJSEM 2023; 73:005766

Blastococcus aurantiacus Montero-Calasanz et al. 2023, sp. nov.
Type strain: AT 7-1; DSM 44268; JCM 18931
Ref: Front Microbiol 2022; 13:975365, VL210
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Blastococcus carthaginiensis Kammoun et al. 2023, sp. nov.
Type strain: BMG 814; CECT 8878; DSM 46848
Ref: IJSEM 2023; 73:006178

Blastococcus fimeti Montero-Calasanz et al. 2023, sp. nov.
Type strain: CECT 8406; DSM 44205; G1S
Ref: Front Microbiol 2022; 13:975365, VL210

Blastococcus haudaquaticus Montero-Calasanz et al. 2023, sp. nov.
Type strain: AT 7-14; DSM 44270; JCM 18932
Ref: Front Microbiol 2022; 13:975365, VL210

Blastococcus mobilis Montero-Calasanz et al. 2023, sp. nov.
Type strain: AT 7(-2)-11; DSM 44272; JCM 18933
Ref: Front Microbiol 2022; 13:975365, VL210

Brachybacterium atlanticum de Castro et al. 2023, sp. nov.
Type strain: CECT 30695; DSM 114113; PhyBa CO2 2
Ref: IJSEM 2023; 73:005959

Brevibacterium spongiae Zhang et al. 2013, sp. nov.
Type strain: KCTC 49848; MCCC 1K07845; WHS-Z9
Ref: IJSEM 2023; 73:005869

Caniella muris Afrizal et al. 2023, gen. nov.
Type strain: CLA-SR-94; DSM 110323; JCM 36050
Ref: Cell Host Microbe 2022; 30:1630-1645, VL213

Cellulomonas chengniuliangii Ye et al. 2023, sp. nov.
Type strain: GDMCC 1.2829; KCTC 49754; zg-Y338
Ref: IJSEM 2023; 73:005909

Cellulomonas wangsupingiae Ye et al. 2023, sp. nov.
Type strain: GDMCC 1.2820; KCTC 49755; zg-Y908
Ref: IJSEM 2023; 73:005909
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Cellulomonas xiejunii Ye et al. 2023, sp. nov.
Type strain: GDMCC 1.2821; KCTC 49756; zg-B89
Ref: IJSEM 2023; 73:005909

Clavibacter lycopersici Osdaghi et al. 2023, sp. nov.
Type strain: CFBP 8615; ICMP 22100; Tom532
Ref: IJSEM 2023; 73:006022

Corynebacterium antarcticum Svec et al. 2023, sp. nov.
Type strain: CCM 8835; LMG 30620; P5850
Ref: Syst Appl Microbiol 2023; 46:126390, VL211

Corynebacterium breve Baer et al. 2023, sp. nov.
Type strain: DSM 116183; HAMBI 3785; R4
Ref: IJSEM 2023; 73:006141

Corynebacterium curieae Cappelli et al. 2023, sp. nov.
Type strain: c8Ua_181; CCP 77; DSM 113408
Ref: Microorganisms 2023; 11:388, VL211

Corynebacterium evansiae Cappelli et al. 2023, sp. nov.
Type strain: c8Ua_174; CCP 76; DSM 113407
Ref: Microorganisms 2023; 11:388, VL211

Corynebacterium faecium Shamsuzzaman et al. 2023, sp. nov.
Type strain: BL-R-1; KCTC 49735; TBRC 17331
Ref: Front Microbiol 2023; 14:1225282, VL214

Corynebacterium genitalium (ex Furness and Evangelista 1976) Jaén-Luchoro et

al. 2023, sp. nov., nom. rev.

Type strain: ATCC 33030; CCM 9178; CCUG 38989; DSM 113155; Furness 392-1;
LMG 16713

Ref: Res Microbiol 2023; 174:103987, VL210

Corynebacterium hesseae Cappelli et al. 2023, sp. nov.
Type strain: c19Ua_109; CCP 79; DSM 113410
Ref: Microorganisms 2023; 11:388, VL211
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Corynebacterium hylobatis Chen et al. 2023, sp. nov.
Type strain: CCTCC AB 2013221; DSM 45970; YIM 101343
Ref: IJSEM 2023; 73:005985

Corynebacterium intestinale Shamsuzzaman et al. 2023, sp. nov.
Type strain: B5-R-101; CGMCC 1.19408; KCTC 49761
Ref: Front Microbiol 2023; 14:1225282-, VL214

Corynebacterium lehmanniae Cappelli et al. 2023, sp. nov.
Type strain: c8Ua_144; CCP 74; DSM 113405
Ref: Microorganisms 2023; 11:388, VL211

Corynebacterium lemuris Chen et al. 2023, sp. nov.
Type strain: BCRC 16963; CCTCC AB 2013281; KCTC 39868; YIM 101645
Ref: IJSEM 2023; 73:005985

Corynebacterium macclintockiae Cappelli et al. 2023, sp. nov.
Type strain: c9Ua_112; CCP 78; DSM 113409
Ref: Microorganisms 2023; 11:388, VL211

Corynebacterium marambiense Svec et al. 2023, sp. nov.
Type strain: CCM 8864; LMG 31626; P5828
Ref: Syst Appl Microbiol 2023; 46:126390, VL211

Corynebacterium marquesiae Cappelli et al. 2023, sp. nov.
Type strain: c19Ua _121; CCP 80; DSM 113411
Ref: Microorganisms 2023; 11:388, VL211

Corynebacterium megadyptis Nouioui et al. 2023, sp. nov.
Type strain: 3B; DSM 111184; NZRM 4755
Ref: IJSEM 2023; 73:005713

Corynebacterium meitnerae Cappelli et al. 2023, sp. nov.
Type strain: c8Ua_172; CCP 75; DSM 113406
Ref: Microorganisms 2023; 11:388, VL211
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Corynebacterium meridianum Svec et al. 2023, sp. nov.
Type strain: CCM 8863; LMG 31628; P6136
Ref: Syst Appl Microbiol 2023; 46:126390, VL211

Corynebacterium poyangense Liu et al. 2022, sp. nov.
Type strain: 4H37-19; GDMCC 1.1738; KACC 21671
Ref: J Microbiol 2022; 60:668-677, VL212

Corynebacterium pseudogenitalium (ex Furness et al. 1979) Jaén-Luchoro et al. 2023,
Sp. NOV., nom. rev.

Type strain: ATCC 33039; CCM 9177; CCUG 27540; DSM 113154; Furness 162-C2
Ref: Res Microbiol 2023; 174:103987, VL210

Corynebacterium pygosceleis Svec et al. 2023, sp. nov.
Type strain: CCM 8836; LMG 30621; P7210
Ref: Syst Appl Microbiol 2023; 46:126390, VL211

Corynebacterium stercoris Shamsuzzaman et al. 2023, sp. nov.
Type strain: CGMCC 1.60014; KCTC 49742; TA-R-1
Ref: Front Microbiol 2023; 14:1225282, VL214

Corynebacterium suedekumii Baer et al. 2023, sp. nov.
Type strain: DSM 116216; HAMBI 3782; LM112
Ref: IJSEM 2023; 73:006141

Corynebacterium yonathiae Cappelli et al. 2023, sp. nov.
Type strain: c21Ua_68; CCP 81; DSM 113412
Ref: Microorganisms 2023; 11:388, VL211

Cryobacterium adonitolivorans Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.10101; NBRC 114045; RHLS22-1
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium algoricola Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.11135; MDB2-B; NBRC 114047
Ref: Front Microbiol 2023; 14:1115168, VL212
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Cryobacterium algoritolerans Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9782; MDT1-3; NBRC 114043
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium cheniae Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9517; NBRC 114040; TmT2-48-2
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium cryoconiti Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9350; NBRC 114038; TMT1-51
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium frigoriphilum Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9297; Hh14; NBRC 114037
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium fucosi Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9290; Hh4; NBRC 114036
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium gelidum Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9272; Hz16; NBRC 114048
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium glaciale Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.11085; HLT2-23; NBRC 114046
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium glucosi Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9741; MDB1-5; NBRC 114042
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium lactosi Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9254; NBRC 114035; Sr59
Ref: Front Microbiol 2023; 14:1115168, VL212
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Cryobacterium lyxosi Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9465; NBRC 113798; TMTI1-1
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium mannosilyticum Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.10060; NBRC 114044; RHLT2-21
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium sandaracinum Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9503; NBRC 114039; TMT2-16
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium serini Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9249; NBRC 114034; Sr54
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium shii Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9687; NBRC 114041; TMT1-22
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium sinapicolor Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9483; NBRC 113799; TMT1-23-1
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium suzukii Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.9276; NBRC 114032; Sr39
Ref: Front Microbiol 2023; 14:1115168, VL212

Cryobacterium tagatosivorans Liu et al. 2023, sp. nov.
Type strain: CGMCC 1.11221; NBRC 114033; Sr47
Ref: Front Microbiol 2023; 14:1115168, VL212

Curtanaerobium allii Khanal et al. 2023, sp. nov.
Type strain: 20TX0166; CIP 112023; LMG 32517; NCIMB 15427
Ref: Antonie van Leeuwenhoek 2023; 116:83-96
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Curtanaerobium respiraculi Sun et al. 2023, sp. nov.
Type strain: GDMCC 1.2991; JCM 35330; SWB101512
Ref: IJSEM 2023; 73:005864

Curtobacterium caseinilyticum Feng et al. 2023, sp. nov.
Type strain: GDMCC 1.2667; JCM 34828; RHCKG28
Ref: IJSEM 2023; 73:006152

Curtobacterium citri Feng et al. 2023, sp. nov.
Type strain: GDMCC 1.2668; JCM 34829; RHCJP20
Ref: IJSEM 2023; 73:006152

Curtobacterium subtropicum Feng et al. 2023, sp. nov.
Type strain: GDMCC 1.2669; JCM 34830; RHCKG23
Ref: IJSEM 2023; 73:006152

Cutibacterium equinum Yun et al. 2023, sp. nov.
Type strain: CBA3108; JCM 35966; KACC 22889
Ref: IJSEM 2023; 73:006099

Dietzia massiliensis Olowo-okere et al. 2023, sp. nov.
Type strain: CSUR Q0999; DSM 112394; Marseille Q0999
Ref: Curr Microbiol 2022; 79:157, VL209

Eggerthella timonensis Bilen et al. 2023, sp. nov.
Type strain: CCUG 70327; CSUR P3135; Marseille P3135
Ref: Microbiologyopen 2018; 7:¢00575, VL.209

Fodinicola acaciae Pham et al. 2023, sp. nov.
Type strain: GKU 173; NBRC 114213; TBRC 10620
Ref: Microorganisms 2020; 8:467, VL211

Frankia colletiae Nouioui et al. 2023, sp. nov.
Type strain: Cc1.17; CECT 9313; DSM 43829; Table 1
Ref: IJSEM 2023; 73:005656
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Frankia gtarii Nouioui et al. 2023, sp. nov.
Type strain: Agncl-4; CECT 9711; DSM 107976
Ref: Syst Appl Microbiol 2023; 46:126377, VL212

Frankia nepalensis Nouioui et al. 2023, sp. nov.
Type strain: CN 4; DSM 114740; LMG 32595
Ref: IJSEM 2023; 73:006199

Frankia tisai Nouioui et al. 2023, sp. nov.
Type strain: Agncl-8; CECT 9715; DSM 107980
Ref: Syst Appl Microbiol 2023; 46:126377, VL212

Frankia umida Normand et al. 2023, sp. nov.
Type strain: Ag45/Mutl5; DSM 114737; LMG 32601
Ref: IJSEM 2023; 73:005939

Gardnerella greenwoodii Sousa et al. 2023, sp. nov.
Type strain: c31Ua_26; CCP 72; DSM 113415
Ref: IJSEM 2023; 73:006140

Gardnerella pickettii Sousa et al. 2023, sp. nov.
Type strain: c17Ua_112; CCP 71; DSM 113414
Ref: IJSEM 2023; 73:006140

Georgenia halotolerans Liu et al. 2023, sp. nov.
Type strain: 10Sc9-8; CPCC 206219; JCM 33946
Ref: IJSEM 2023; 73:005906

Glaciibacter flavus An et al. 2023, sp. nov.
Type strain: CGMCC 1.16588; NBRC 113572; YIM 131861
Ref: Arch Microbiol 2021; 203:2439-2444, VL210

Gordonia aquimaris Pansomsuay et al. 2023, sp. nov.
Type strain: NBRC 115558; SW21; TBRC 15691
Ref: IJSEM 2023; 73:005804
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Gordonia metallireducens Grimm et al. 2023, sp. nov.
Type strain: DSM 114093; NRRL B-65678; TSed Tel
Ref: IJSEM 2023; 73:006176

Gulosibacter massiliensis Yacouba et al. 2023, sp. nov.
Type strain: CECT 30048; CSUR P7157; Marseille P7157
Ref: FEMS Microbiol Lett 2022; 369:fnac038, VL210

Janibacter endophyticus Zhang et al. 2023, sp. nov.
Type strain: CGMCC 1.18658; JCM 34639; YIM B02568
Ref: Curr Microbiol 2022; 79:52, VL209

Jidongwangia harbinensis Han et al. 2023, sp. nov.
Type strain: CGMCC 4.7039; DSM 45747; NEAU J3
Ref: IJSEM 2023; 73:005670

Kitasatospora fiedleri Zimmermann et al. 2023, sp. nov.
Type strain: CECT 30712; DSM 114396; TU4103
Ref: IJSEM 2023; 73:006137

Leucobacter allii Kim et al. 2023, sp. nov.
Type strain: DSM 114348; H21R-40; JCM 35241; KACC 21839; NBRC 115481
Ref: IJSEM 2023; 73:005883

Leucobacter rhizosphaerae Kim et al. 2023, sp. nov.
Type strain: DSM 114346; H25R-14; JCM 35239; KACC 21837; NBRC 115479
Ref: IJSEM 2023; 73:005883

Leucobacter tenebrionis Ying et al. 2023, sp. nov.
Type strain: KCTC 49728; MCCC 1K07072; NB10
Ref: IJSEM 2023; 73:006081

Lolliginicoccus levis Miyanishi et al. 2023, sp. nov.
Type strain: KCTC 49749; NBRC 114883; Y7R2
Ref: IJSEM 2023; 73:005788
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Microbacterium allomyrinae Lee and Kim 2023, sp. nov.
Type strain: BWT-G7; KACC 22262; NBRC 115127
Ref: IJSEM 2023; 73:005729

Microbacterium festucae Li et al. 2023, sp. nov.
Type strain: ACCC 61807; GDMCC 1.2966; JCM 35339; WIN
Ref: IJSEM 2023; 73:006121

Microbacterium ihumii Yacouba et al. 2023, sp. nov.
Type strain: CECT 30120; CSUR Q2854; Marseille Q2854
Ref: FEMS Microbiol Lett 2022; 369:fnac038, VL210

Microbacterium kunmingense corrig. Xiao et al. 2022, sp. nov.
Type strain: CGMCC 1.17506; JXJ CY 27-2; KCTC 49382
Ref: J Antibiot (TOKYO) 2022; 75:662-670, VL211

Microbacterium neungamense Ganbat et al. 2023, sp. nov.
Type strain: EF45044; KCTC 49703; NBRC 115958
Ref: Arch Microbiol 2022; 205:23, VL212

Microbacterium nymphoidis Li et al. 2023, sp. nov.
Type strain: ACCC 61808; GDMCC 1.2967; JCM 35340; W2R
Ref: IJSEM 2023; 73:006121

Microbacterium plantarum Arroyo-Herrera et al. 2023, sp. nov.
Type strain: CCBAU 101117; LMG 30875; NE2HP2
Ref: IJSEM 2023; 73:006052

Microbacterium tenebrionis Lee and Kim 2023, sp. nov.
Type strain: CCM 9151; KCTC 49593; YMB-B2
Ref: IJSEM 2023; 73:005729

Microbacterium thalli Arroyo-Herrera et al. 2023, sp. nov.
Type strain: CCBAU 101116; LMG 30873; NM3R9
Ref: IJSEM 2023; 73:006158
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Microcella daejeonensis Molina Ayala and Kim 2023, sp. nov.
Type strain: KCTC 49750; LMG 32523; MMS21-STM12
Ref: IJSEM 2023; 73:006150

Microcella humidisoli Molina Ayala and Kim 2023, sp. nov.
Type strain: KCTC 49773; LMG 32522; MMS21-STM10
Ref: IJSEM 2023; 73:006150

Micrococcus porci Lee et al. 2022, sp. nov.
Type strain: BCRC 81318; KD337-16; NBRC 115578
Ref: Life 2022; 12:1749, VL211

Micromonospora parastrephiae Razmilic et al. 2023, sp. nov.
Type strain: CECT 9665; LMG 30768; STR1_7
Ref: IJSEM 2023; 73:006243

Micromonospora solifontis Duangupama et al. 2023, sp. nov.
Type strain: NBRC 113441; PPF5-17; TBRC 8478
Ref: IJSEM 2023; 73:005819

Micromonospora tarensis Razmilic et al. 2023, sp. nov.
Type strain: CECT 9666; LMG 30770; STR1S 6
Ref: IJSEM 2023; 73:006243

Modestobacter deserti Jiang et al. 2023, sp. nov.
Type strain: CPCC 205119; 112A-02624; KCTC 49201; NBRC 113528
Ref: Front Microbiol 2021; 12:742798, VL209

Mumia quercus Chen et al. 2023, sp. nov.
Type strain: CCTCC AA 2021033; JCM 35005; NEAU 365
Ref: IJSEM 2023; 73:005776

Mycobacterium kiyosense Fukano et al. 2023, sp. nov.
Type strain: IWGMT90018-18076; JCM 34837; KCTC 49725
Ref: IJSEM 2023; 73:005917
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Mpycolicibacterium lacusdiani Xiao et al. 2023, sp. nov.
Type strain: CGMCC 1.17501; JXJ CY 35; KCTC 49379
Ref: Front Microbiol 2022; 13:861291, VL.209

Mpycolicibacterium vinylchloridicus Cortés-Albayay et al. 2023, sp. nov.
Type strain: CECT 8761; DSM 6695; L1
Ref: Front Microbiol 2021; 12:767895, VL209

Nakamurella alba corrig. Jiang et al. 2020, sp. nov.
Type strain: CGMCC 4.7629; NBRC 114017; YIM 132087
Ref: Curr Microbiol 2020; 77:1896-1901, VL214

Nocardia alni Nouioui et al. 2023, sp. nov.
Type strain: CECT 30122; DSM 110931; ncl2
Ref: BMC Genomics 2022; 23:70, VL209

Nocardia australiensis Wright et al. 2023, sp. nov.
Type strain: DSM 111727; NCCB 100867; USC-21046
Ref: IJSEM 2023; 73:005952

Nocardia noduli Nouioui et al. 2023, sp. nov.
Type strain: CECT 30123; DSM 110878; ncll
Ref: Arch Microbiol 2022; 204:260, VL209

Nocardia pulmonis Li et al. 2023, sp. nov.
Type strain: CDC 141; GDMCC 4.207; JCM 34955
Ref: IJSEM 2023; 73:005728

Nocardia spumae Wright et al. 2023, sp. nov.
Type strain: DSM 111726; NCCB 100868; USC-21048
Ref: IJSEM 2023; 73:005952

Nocardia sputorum Hamada et al. 2023, sp. nov.
Type strain: [IFM 12276; NBRC 115477; TBRC 17096
Ref: IJSEM 2023; 73:005935
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Nocardioides abyssi Wang et al. 2023, sp. nov.
Type strain: JCM 35775; MCCC M28318; SOB72
Ref: IJSEM 2023; 73:006138

Nocardioides cremeus Wang et al. 2023, sp. nov.
Type strain: JCM 35774; MCCC M28400; SOB44
Ref: IJSEM 2023; 73:006138

Nocardioides faecalis Zhang et al. 2023, sp. nov.
Type strain: CGMCC 4.7662; JCM 33891; zg-536
Ref: IJSEM 2023; 73:005875

Nocardioides jiangsuensis Wang et al. 2023, sp. nov.
Type strain: GDMCC 4.192; JCM 34671; MCCC 1K05897; WL0053
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides marmotae Zhang et al. 2023, sp. nov.
Type strain: CGMCC 4.7663; JCM 33892; zg-579
Ref: IJSEM 2023; 73:005875

Nocardioides lacusdianchii Xiao et al. 2023, sp. nov.
Type strain: CGMCC 4.7665; JXJ CY 38; KCTC 49381
Ref: Antonie van Leeuwenhoek 2022; 115:141-153, VL209

Nocardioides oceani Wang et al. 2023, sp. nov.
Type strain: JCM 35776; MCCC M28544; SOB77
Ref: IJSEM 2023; 73:006138

Nocardioides okcheonensis Kim et al. 2023, sp. nov.
Type strain: KCTC 49651; LMG 32360; MMS20-HV4-12
Ref: IJSEM 2023; 73:005755

Nocardioides pini So et al. 2023, sp. nov.
Type strain: KACC 22784; STR2; TBRC 16336
Ref: IJSEM 2023; 73:006062
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Nocardioides pinisoli So et al. 2023, sp. nov.
Type strain: KACC 22785; STR3; TBRC 16337
Ref: IJSEM 2023; 73:006062

Nocardioides potassii Liu et al. 2023, sp. nov.
Type strain: CGMCC 4.7738; KLBMP 9356; NBRC 115493
Ref: IJSEM 2023; 73:005967

Nocardiopsis endophytica Chantavorakit et al. 2023, sp. nov.
Type strain: NBRC 115856; RSe5-2; TBRC 16416
Ref: IJSEM 2023; 73:005948

Nocardiopsis suaedae Chantavorakit et al. 2023, sp. nov.
Type strain: LSu2-4; NBRC 115855; TBRC 16415
Ref: IJSEM 2023; 73:005948

Olsenella intestinalis Guan et al. 2022, sp. nov.
Type strain: B GYT1; GDMCC 1.3011; GDMCC T 1.3011; KCTC 25379
Ref: Arch Microbiol 2022; 204:384, VL211

Ornithinimicrobium sediminis Gao et al. 2022, sp. nov.
Type strain: CGMCC 1.19241; EGI L100131; KCTC 49716
Ref: Arch Microbiol 2022; 204:277, VL214

Paraeggerthella hominis Abdugheni et al. 2023, sp. nov.
Type strain: CGMCC 1.17914; KCTC 25349; NSJ 152
Ref: IJSEM 2023; 73:005648

Parafrankia colletiae (Nouioui et al. 2023) Gtari 2023
Type strain: Cc1.17; CECT 9313; DSM 43829; Table 1
Ref: Front Microbiol 2022; 13:1041425, VL210

Parafrankia discariae (Nouioui et al. 2017) Gtari 2023
Type strain: BCU110501; CECT 9042; DSM 46785
Ref: Front Microbiol 2022; 13:1041425, VL210
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Parafrankia elaeagni (Nouioui et al. 2016) Gtari 2023
Type strain: BMG5.12; CECT 9031; DSM 46783
Ref: Front Microbiol 2022; 13:1041425, VL210

Parafrankia irregularis (Nouioui et al. 2018) Gtari 2023
Type strain: CECT 9038; DSM 45899; G2
Ref: Front Microbiol 2022; 13:1041425, VL210

Parafrankia soli (Gtari et al. 2020) Gtari 2023
Type strain: CECT 9041; Cj; DSM 100623; NRRL B-16219
Ref: Front Microbiol 2022; 13:1041425, VL210

Parvivirga hydrogeniphila Khomyakova et al. 2022, sp. nov.
Type strain: Es71-Z20120; JCM 39246; VKM B-3556
Ref: Front Microbiol 2022; 13:1047580, VL211

Phycicoccus mangrovi Chen et al. 2023, sp. nov.
Type strain: CGMCC 1.18973; JCM 34556; KQZ13P
Ref: Syst Appl Microbiol 2021; 44:126275, VL209

Phytohabitans aurantiacus Triningsih et al. 2023, sp. nov.
Type strain: DSM 114330; NBRC 114997; RD004123
Ref: IJSEM 2023; 73:006106

Plantactinospora alkalitolerans Carro et al. 2023, sp. nov.
Type strain: DSM 45923; KCTC 29205; S1510
Ref: Diversity 2022; 14:947, VL210

Profundirhabdus halotolerans Liu et al. 2023, sp. nov.
Type strain: JCM 33008; MCCC 1K03555; ZYF776
Ref: IJSEM 2023; 73:006016

Protofrankia coriariae corrig. (Nouioui ef al. 2017) Gtari 2023, sp. nov.
Type strain: BMGS5.1; CECT 9032; DSM 100624
Ref: Front Microbiol 2022; 13:1041425, VL210
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Pseudarthrobacter humi Kim and Seo 2023, sp. nov.
Type strain: KACC 22359; RMG13; TBRC 15115
Ref: IJSEM 2023; 73:005671

Pseudofrankia asymbiotica (Nouioui et al. 2017) Gtari 2023, sp. nov.
Type strain: CECT 9040; DSM 100626; M16386; NRRL B-16386
Ref: Front Microbiol 2022; 13:1041425, VL210

Pseudofrankia inefficax (Nouioui et al. 2017) Gtari 2023, sp. nov.
Type strain: CECT 9037; DSM 45817; Eullc
Ref: Front Microbiol 2022; 13:1041425, VL210

Pseudofrankia saprophytica (Nouioui et al. 2018) Gtari 2023, sp. nov.
Type strain: CECT 9314; CN 3; DSM 105290
Ref: Front Microbiol 2022; 13:1041425, VL210

Rathayibacter rubneri Stoll et al. 2023, sp. nov.
Type strain: DSM 114294; LMG 32700; ZW T2 19
Ref: IJSEM 2023; 73:005811

Rhizohabitans arisaemae Yamada et al. 2023, sp. nov.
Type strain: K14-0274; NBRC 114594; TBRC 12948
Ref: IJSEM 2023; 73:005803

Rhodococcus antarcticus Sun et al. 2023, sp. nov.
Type strain: 75; CCTCC AA 2019032; KCTC 49334
Ref: IJSEM 2023; 73:005940

Rhodococcus pseudokoreensis Kampfer et al. 2023, sp. nov.
Type strain: CCM 9138; DSM 113102; LMG 32444; R 79
Ref: Arch Microbiol 2022; 204:505

Solicola gregarius Lopez Marin et al. 2023, sp. nov.
Type strain: ASX3R13; DSM 112953; NCCB 100840
Ref: IJSEM 2023; 73:005678
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Sphaerisporangium perillae Wang et al. 2023, sp. nov.
Type strain: CCTCC AA 2021019; JCM 35655; NEAU ZS1
Ref: IJSEM 2023; 73:005773

Streptoantibioticus silvisoli Swiecimska et al. 2023, sp. nov.
Type strain: DSM 111111; PCM 3044; SL54
Ref: IJSEM 2023; 73:005987

Streptomyces beihaiensis Xie et al. 2023, sp. nov.
Type strain: GXMU-J5; JCM 35629; MCCC 1K08064
Ref: IJSEM 2023; 73:005857

Streptomyces benahoarensis Gonzalez-Pimentel et al. 2022, sp. nov.
Type strain: CECT 9805; DSM 110452; DSM 8002; MZ03-37
Ref: Front Microbiol 2022; 13:907816, VL.212

Streptomyces chengmaiensis Lin et al. 2023, sp. nov.
Type strain: CCTCC AA 2019075; HMN 0663; LMG 31909
Ref: IJSEM 2023; 73:006101

Streptomyces cylindrosporus Kanchanasin et al. 2023, sp. nov.
Type strain: 7R015; NBRC 115200; TBRC 14542
Ref: IJSEM 2023; 73:005926

Streptomyces fuscus Xie et al. 2023, sp. nov.
Type strain: GXMU-J15; JCM 35917; MCCC 1K08211
Ref: IJSEM 2023; 73:006047

Streptomyces gossypii Ge et al. 2023, sp. nov.
Type strain: CGMCC 4.7717; JCM 34628; N2-109
Ref: IJSEM 2023; 73:005832

Streptomyces guryensis Lee et al. 2023, sp. nov.
Type strain: KCTC 49653; LMG 32476; NR30
Ref: IJSEM 2023; 73:005679

S27



Streptomyces hayashii Vitor et al. 2023, sp. nov.
Type strain: CBMAI 2675; IBSBF 2953; ICMP 24301; MUM 22.68T
Ref: IJSEM 2023; 73:005916

Streptomyces hilarionis Vitor et al. 2023, sp. nov.
Type strain: CBMAI 2674; IBSBF 2807; ICMP 24297; MUM 22.66T
Ref: IJSEM 2023; 73:005916

Streptomyces huiliensis Qi et al. 2021, sp. nov.
Type strain: GDMCC 4.215; JCM 34963; SCA2-4
Ref: Front Microbiol 2021; 12:722661, VL214

Streptomyces koelreuteriae Fu et al. 2023, sp. nov.
Type strain: JCM 34747; MCCC 1K06175; MG62
Ref: IJSEM 2023; 73:006196

Streptomyces longhuiensis Li et al. 2023, sp. nov.
Type strain: BH-MK-02; JCM 34789; MCCC 1K06237
Ref: IJSEM 2023; 73:005770

Streptomyces macrolidinus Kanchanasin et al. 2023, sp. nov.
Type strain: NBRC 115640; RY43-2; TBRC 7286
Ref: IJSEM 2023; 73:005682

Streptomyces meridianus Santos et al. 2023, sp. nov.
Type strain: CECT 30416; DSM 114037; MTZ3.1
Ref: IJSEM 2023; 73:005987

Streptomyces marispadix Santos et al. 2023, sp. nov.
Type strain: CECT 30365; DSM 114036; M600PL45 2
Ref: IJSEM 2023; 73:005956

Streptomyces pacificus Takahashi et al. 2023, sp. nov.
Type strain: CWHO03; NBRC 114659; TBRC 15780
Ref: J Antibiot (Tokyo) 2023; 76:93-100, VL213
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Streptomyces parmotrematis Somphong et al. 2023, sp. nov.
Type strain: NBRC 115203; Ptm05; TBRC 14546
Ref: Antonie van Leeuwenhoek 2022; 115:911-920, VL210

Streptomyces phytophilus Swiecimska et al. 2023, sp. nov.
Type strain: DSM 113360; PCM 3163; SF28
Ref: Antonie van Leeuwenhoek 2022; 115:783-800, VL209

Streptomyces pinistramenti Kaewkla et al. 2023, sp. nov.
Type strain: DSM 103379; PIP 175; TBRC 6026
Ref: IJSEM 2023; 73:005834

Streptomyces radicis Kuncharoen et al. 2023, sp. nov.
Type strain: DS1-2; JCM 32152; KCTC 39783; TISTR 2403
Ref: [Microbiol Res 2022; 126889] Microbiol Res 2023; 127394, VL213

Streptomyces rhizoryzae Butdee et al. 2023, sp. nov.
Type strain: NBRC 115345; RS10V-4; TBRC 15167
Ref: IJSEM 2023; 73:005639

Streptomyces salinarius Klanbut et al. 2023, sp. nov.
Type strain: NBRC 113998; SS06011; TBRC 9951
Ref: IJSEM 2023; 73:005863

Streptomyces sichuanensis Qi et al. 2022, sp. nov.
Type strain: GDMCC 4.214; JCM 34964; SCA3-4
Ref: Appl Microbiol Biotechnol 2022; 106:1633-1649, VL214

Streptomyces silvisoli Klaysubun et al. 2023, sp. nov.
Type strain: NBRC 116113; RB6PN23; TBRC 17040
Ref: IJSEM 2023; 73:006063

Streptomyces spinosisporus Kanchanasin et al. 2023, sp. nov.
Type strain: 7R016; NBRC 115201; TBRC 14543
Ref: IJSEM 2023; 73:005926
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Streptomyces spiramenti Loughran et al. 2022, sp. nov.
Type strain: 5 675061; DSM 111793; LMG 31896
Ref: Arch Microbiol 2022;204:717, VL212

Streptomyces tropicalis Klaysubun et al. 2023, sp. nov.
Type strain: KIPA1; NBRC 116114; TBRC 17041
Ref: IJSEM 2023; 73:006063

Streptomyces zingiberis Pansomsuay et al. 2023, sp. nov.
Type strain: NBRC 113170; PLAI 1-29; TBRC 7645
Ref: IJSEM 2023; 73:005765

Tessaracoccus caeni Wang et al. 2023, sp. nov.
Type strain: CCTCC AB 2023019; HF-7; KCTC 49959
Ref: IJSEM 2023; 73:006113

Xylanimonas protaetiae Heo et al. 2020, sp. nov.
Type strain: FW10M-9; KACC 19331; NBRC 113053
Ref: Antonie van Leeuwenhoek 2020; 113:1009-1021, VL211

Yinghuangia soli Yao et al. 2023, sp. nov.
Type strain: CGMCC 1.19360; KLBMP 8922; NBRC 115572
Ref: IJSEM 2023; 73:005907

NEW SUBSPECIES

Bifidobacterium longum subsp. iuvenis Modesto et al. 2023, subsp. nov.
Type strain: CCOS 2034; LMG 32752; NCC 5000
Ref: IJSEM 2023; 73:006013

Corynebacterium megadyptis subsp. dunedinense Nouioui et al. 2023, subsp. nov.
Type strain: 7B; DSM 111183; NZRM 4756
Ref: IJSEM 2023; 73:005713

Corynebacterium megadyptis subsp. megadyptis Nouioui et al. 2023, subsp. nov.
Type strain: 3B; DSM 111184; NZRM 4755
Ref: IJSEM 2023; 73:005713
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NEW COMBINATION

Actinacidiphila cocklensis (Kim et al. 2012) Swiecimska e al. 2023, comb. nov.
Basonym: Streptomyces cocklensis Kim et al. 2012

Type strain: BK168; DSM 42063; KACC 20908; NCIMB 14704

Ref: IJSEM 2023; 73:005978

Goekera deserti Montero-Calasanz et al. 2023, comb. nov.
Type strain: CPCC 205119; 112A-02624; KCTC 49021; NBRC 113528
Ref: Front Microbiol 2022; 13:975365, VL210

Microcella indica (Pei et al. 2021) Xie et al. 2023, comb. nov.
Basonym: Chryseoglobus indicus Pei et al. 2021

Type strain: CTD02-10-2; JCM 33842; MCCC 1A16619

Ref: Antonie van Leeuwenhoek 2022; 115:953, VL209

Microcella pacifica (Qin et al. 2021) Molina Ayala and Kim 2023, comb. nov.
Basonym: Marinisubtilis pacificus Qin et al. 2021

Type strain: CGMCC 1.17143; KCTC 49299; KN1116

Ref: IJSEM 2023; 73:006150

Nocardioides aequoreus (Lee 2007) Wang et al. 2023, comb. nov.
Basonym: Marmoricola aequoreus Lee 2007

Type strain: DSM 21547; JCM 13812; NRRL B-24464; SST-45
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides aurantiacus (Urzi et al. 2000) Wang et al. 2023, comb. nov.
Basonym: Marmoricola aurantiacus Urzi et al. 2000

Type strain: BC 361; CIP 106770; DSM 12652; JCM 10917

Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides caldifontis (Habib et al. 2020) Wang et al. 2023, comb. nov.
Basonym: Marmoricola caldifontis Habib et al. 2020

Type strain: CGMCC 4.7521; KCTC 49192; YIM 730233

Ref: Curr Microbiol 2023; 73:5931, VL212
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Nocardioides korecus (Lee et al. 2011) Wang et al. 2023, comb. nov.
Basonym: Marmoricola korecus Lee et al. 2011

Type strain: DSM 22128; JCM 31978; KCTC 19596; Sco-A36

Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides mangrovicus (Li et al. 2019) Wang et al. 2023, comb. nov.
Basonym: Marmoricola mangrovicus Li et al. 2019

Type strain: 4Q3S-7; CGMCC 4.7424; KCTC 39790

Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides pocheonensis (Lee et al. 2016) Wang et al. 2023, comb. nov.
Basonym: Marmoricola pocheonensis Lee et al. 2016

Type strain: DSM 22773; Gsoil 818; JCM 32749; KACC 14275

Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides scoriae (Lee and Lee 2010) Wang et al. 2023, comb. nov.
Basonym: Marmoricola scoriae Lee and Lee 2010

Type strain: DSM 22127; JCM 17444; KCTC 19597; Sco-D01

Ref: Curr Microbiol 2023; 80:60, VL212

Pleomorpha daqingensis (Wang et al. 2017) Montero-Calasanz et al. 2023, comb. nov.
Basonym: Geodermatophilus daqingensis Wang et al. 201722

Type strain: CGMCC 4.7381; DSM 104001; WT-2-1

Ref: Front Microbiol 2022; 13:1100319, VL211

Streptantibioticus ferralitis (Saintpierre-Bonaccio et al. 2004) Swiecimska et al. 2023,
comb. nov.

Basonym: Streptomyces ferralitis Saintpierre-Bonaccio et al. 2004

Type strain: DSM 41836; JCM 14344; NCIMB 13954; SFOp68

Ref: IJSEM 2023; 73:005978

Streptantibioticus parmotrematis (Somphong et al. 2023) Swiecimska et al. 2023,
comb. nov.

Basonym: Streptomyces parmotrematis Somphong et al. 2023

Type strain: NBRC 115203; Ptm05; TBRC 14546

Ref: IJSEM 2023; 73:005978
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Streptantibioticus rubrisoli (Guo et al. 2015) Swiecimska et al. 2023, comb. nov.
Basonym: Streptomyces rubrisoli Guo et al. 2015

Type strain: CGMCC 4.7025; DSM 42083; FXJ1.725

Ref: IJSEM 2023; 73:005978

Trujillonella endophytica (Zhu et al. 2013) Montero-Calasanz et al. 2023, comb. nov.
Basonym: Blastococcus endophyticus Zhu et al. 2013

Type strain: CCTCC AA 209045; DSM 4513; JCM 17896; KCTC 19998; YIM 68236
Ref: Front Microbiol 2022; 13:975365, VL210

NEW NOMENCLATURE

Nocardioides marmoraquaticus Wang et al. 2023, nom. nov.
Basonym: Marmoricola aquaticus De Menezes et al. 2015
Type strain: B 374; CBMAI 1089; DSM 28169; JCM 31977
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides marmoribigeumensis Wang et al. 2023, nom. nov.
Basonym: Marmoricola bigeumensis Dastager et al. 2008

Type strain: DSM 19426; JCM 15624; KCTC 19287; MSL-05
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides marmoriginsengisoli Wang et al. 2023, nom. nov.
Basonym: Marmoricola ginsengisoli Lee et al. 2016

Type strain: DSM 22772; Gsoil 97; JCM 32748; KACC 14267
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides marmorisolisilvae Wang et al. 2023, nom. nov.
Basonym: Marmoricola solisilvae Kim et al. 2015

Type strain: DSM 27140; KACC 17307; KIS18-7;NBRC 109601
Ref: Curr Microbiol 2023; 80:60, VL212

Nocardioides marmoriterrae Wang et al. 2023, nom. nov.
Basonym: Marmoricola terrae Kim et al. 2015

Type strain: DSM 27141; JOS5-1; KACC 17308;NBRC 109602
Ref: Curr Microbiol 2023; 80:60, VL212
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EMENDATION OF FAMILY

Actinotaleaceae Salam et al. 2020 emend. Semenova et al. 2022
Ref: Microorganisms 2022; 10:378, LCTO38

Streptomycetaceae Waksman and Henrici 1943 (Approved Lists 1980) emend.
Swiecimska et al. 2023
Ref: IJSEM 2023; 73:005978

EMENDATION OF GENUS

Microcella Tiago et al. 2005 emend. Molina Ayala and Kim 2023
Ref: IJSEM 2023; 73:006150

Pseudactinotalea Cho et al. 2017 emend. Semenova et al. 2022
Ref: Microorganisms 2022; 10:378, LCTO38

Streptantibioticus Madhaiyan et al. 2022 emend. Swiecimska ef al. 2023
Ref: IJSEM 2023; 73:005978

EMENDATION OF SPECIES

Blastococcus aggregatus Ahrens and Moll 1970 (Approved Lists 1980) emend.
Montero-Calasanz et al. 2022
Ref: Front Microbiol 2022; 13:975365, LCTO38

Blastococcus jejuensis Lee 2006 emend. Montero-Calasanz et al. 2022
Ref: Front Microbiol 2022; 13:975365, LCTO38

Blastococcus saxobsidens Urzi et al. 2004 emend. Montero-Calasanz et al. 2022
Ref: Front Microbiol 2022; 13:975365, LCTO38

Blastococcus xanthinilyticus Hezbri et al. 2018 emend. Montero-Calasanz et al. 2022
Ref: Front Microbiol 2022; 13:975365, LCTO38

Geodermatophilus daqgingensis Wang et al. 2017 emend. Li ef al. 2023
Ref: IJSEM 2023; 73:006079
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Streptomyces griseomycini (Preobrazhenskaya et al. 1957) Pridham et al. 1958
(Approved Lists 1980) emend. Wang et al. 2023
Ref: IJSEM 2023; 73:006021

Streptomyces hygroscopicus (Jensen 1931) Yiintsen et al. 1956 (Approved Lists 1980)
emend. Komaki et al. 2022
Ref: Microorganisms 2022; 10:349, LCTO37

Streptomyces iconiensis Tatar et al. 2014 emend. Swiecimska et al. 2023
Ref: IJSEM 2023; 73:005978

EMENDATION OF SUBSPECIES

Streptomyces hygroscopicus subsp. hygroscopicus (Jensen 1931) Yiintsen ef al. 1956
(Approved Lists 1980) emend. Komaki et al. 2022
Ref: Microorganisms 2022; 10:349, LCTO37

SYNONYM

Cellulosimicrobium fucosivorans Aviles and Kyndt 2021 pro

synon. Cellulosimicrobium composti Hu et al. 2021
Ref: IJSEM 2023; 73:005848

Streptomyces albulus Routien 1969 (Approved Lists 1980) pro synon. Streptomyces
noursei Brown et al. 1953 (Approved Lists 1980)
Ref: IJSEM 2023; 73:005639

Streptomyces griseostramineus (Preobrazhenskaya et al. 1957) Pridham et al. 1958
(Approved Lists 1980) pro synon. Streptomyces griseomycini (Preobrazhenskaya et al.
1957) Pridham et al. 1958 (Approved Lists 1980)

Ref: IJSEM 2023; 73:006021
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The 2024 annual meeting of the Society for Actinomycetes Japan

Chairperson: Shunji TAKAHASHI
(RIKEN)

The 2024 (38™) Annual Meeting of SAJ will be held in September 2024 in Chiyoda-ku, Tokyo, Japan.
We are pleased to plan an on-site meeting at Hitotsubashi Hall, National Center of Sciences Building.
We are looking forward to welcoming you to participate in the meeting and submit papers. Updated

information will be provided on the SAJ38 website (http://saj38th.sakura.ne.jp).

General Outline
Dates: September 10 (Tue) — 11 (Wed), 2024

Venue: Hitotsubashi Hall, National Center of Sciences Building (https://www.hit-u.ac.jp/hall/)

Registration fee (including abstracts):

Early (Until August 2) Regular (After August 3)
SAJ member : 10,000 JPY 12,000 JPY
Student : 7,000 JPY 9,000 JPY
Non-member : 12,000 JPY 14,000 JPY
Abstracts only 2,000 JPY

Registration is acceptable through the SAJ38 Website

Banquet: September 10 (Tue), 2024; 6:00 pm - 8:00 pm at GAKUSHIKAIKAN
https://www.gakushikaikan.co.ip/

Early (Until August 2) Regular (After August 3)
SAJ member : 8,000 JPY 10,000 JPY
Student : 5,000 JPY 7,000 JPY
Non-member : 10,000 JPY 12,000 JPY

Scientific program: Invited lectures, SAJ award lectures, and contributed paper sessions (oral/poster)

will be arranged.

For further information, contact to: The SAJ38 organizing office (saj38th@ml.riken.jp)
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Please access to ‘My Page’!

‘My Page’ for SAJ members is available on the web, where you can update your contact
information, pay annual membership fees by credit card, and have free access to the SAJ's official
journal, the Journal of Antibiotics. Please log in the page, confirm/update your registered information,

and pay the annual membership fee every year. Below is a brief description of how to use ‘My Page’.

First login
1. Access the following URL (My Page).
https://member.actino.jp/mypage/index.php
2. Click "Create new password".
3. You will move to the ‘Password Issue’ page. Enter your membership number (10-digit number
starting with 154)* and registered e-mail address**, and click ‘Issue’.

4. You will receive your password at your registered e-mail address.
5. Return to ‘My Page’, enter your ID (membership number) and the password, and click ‘Log in’.
6. You can change your password by ‘Change your password’ on the left banner.

* If you are not sure of your membership number, please contact us at service@actino.jp.

** [f you are not sure of or cannot use the email address that has been registered to SAJ, please contact

us at info@actino.jp.

Confirmation/update of your registration information
Click the banner ‘Confirm/update your registered information’ on the left, confirm the contact

information, update it if needed, and click ‘Update’ at the bottom.

Payment of membership fee

1. Click the banner ‘Payment Status’ on the left.

2. This fiscal year's annual membership fee is displayed.

3. Click ‘Online payment’.

4. Select ‘credit card payment’ (or ‘convenience store payment’ if you live in Japan) and click
‘Payment’.

5. According the instructions on the GMO Epsilon’s page, enter your credit card number and expiration
date, and click the icon to make the payment.

The annual membership fee is 5,000 yen for regular members and 3,000 yen for student members.
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Free access to the SAJ’s official journal, The Journal of Antibiotics

1.

2
3.
4

Click the banner ‘Online Journal (JA)’ on the left.

Click ‘Get access’.

You will move to the page of The Journal of Antibiotics.

Contents are freely available if you have paid the annual membership fee every year. Members can
find articles from links such as ‘All Volume & Issues’ and ‘All Articles including Advance Online

Publication’. Click 'Download PDF' of each article to read full contents or read it on the webpage.

Please refer to the user manual (PDF) on the login page of "My Page’ for details.

If you have any questions, please contact us at info@actino.jp.

Sincerely yours,

Secretariat of The Society for Actinomycetes Japan (SAJ)
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Online access to The Journal of Antibiotics for SAJ members

Eligible members of SAJ can access to online issues of The Journal of Antibiotics (JA) via ‘My

21

Page’. The steps are described in the previous page titled “Please access to ‘My Page

Please note;

Your membership number and password for ‘My Page’ is only for yourself, a eligible member of
SAJ. Members are not allowed to distribute them to the third person or third parties.

Depending on the network environment, there's a case where access to full contents is not permitted
even though you try to access JA via ‘My Page’. In such case, please contact the RBA Helpdesk in
addition to us at info@actino.jp by email for alternative access method. When contacting, please provide
your membership number and password for ‘My Page’, and specify name and version of your Internet

browser.

RBA helpdesk -The Journal of Antibiotics

E-mail: ja@natureasia.com
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2023 FIZERBR INT-BRERL —EIZOWT

H AR BRI e D E R EEES B 25 ClI @4, Actinomycetologica 5 1 512TC, RIEHIZ
International Journal of Systematic and Evolutionary Microbiology (IISEM) fi& L CTIERIEE S
7= KR (phylum Actinomycetota \Z & £ 5 6 D) DFL ZFEN L TR Y 3, AEE  [List
of new scientific names and nomenclatural changes in the phylum Actinomycetota validly published
in2023) & LCTHEBMLIZOTHEOIESZS W (S4~835),

2023 413, 1 H (order) . 1 # (family) . 17 J& (genus) . 209 T (species) . 3 Hiff (subspecies)
TR SNE Lz, £/o0 BOBICEY 21 FEAMOBIIHITLE Lz, ZHUTHESD
475 B X new combination (FATDERITHT LWWVFES 23 5 2 5 4172354 1% new nomenclature)
ELTH# L TOWET, B~OBITR EICE 0 FAPERI R > T5E BITHIOF41E
NV =L (basonym, [H£) EMONET, £z, B4 L L OKRI N TW08EREN
—OONEREE LTE LD DN A, FEOONTZENETNDFAITY ) =2 (synonym,
BA4) EMEONET, B ZIX. Streptomyces albulus IX Streptomyces noursei & 3 ) = X DOBRIZ
HHLZENBOOLNE LT, 2FD, TNHLDO2FIFMETHY | P4 L LUl < ITHRE
ST S noursei BMESE SAUE T, Emendation &1, £OSEMELZER L TWDMERD 5T
# (description) | 2MEBFL - BEESNZ L2 EHLET,

[List of new scientific names and nomenclatural changes in the phylum Actinomycetota validly
publishedin2023 ] Ti%, LA FOEDIHEBINEIZ 2023 FEICIERFER SN HRREOF4 — &%
B L TWET, A—VHEIKIOZD, IUSEM X Ref 72 & —fRINZRISEEICIN X . Fegk7eiaE
(VL: Validation List %) & 2415 DFEFRKILIC L DFEEEITV, reference DFIE(L 2 [ - T
WET,



F. 2020 F0 5 2023 AFIZIERITFEE ST B E O Sy FERE S

TR
2020 % 2021 4F 2022 4 2023 4

New phylum 0 1 0 0
New class 1 0 0 0
New order 16 1 2 1
New family 12 3 2 1
New genus 13 23 19 17
New species 211 196 178 209
New subspecies 3 0 1 3
New combination 7 14 4 16
New nomenclature 1 0 2 5
Emendation of class 0 0 1 0
Emendation of order 2 0 0 0
Emendation of family 2 3 0 2
Emendation of genus 13 8 4 3
Emendation of species 22 30 4 8
Emendation of subspecies 0 0 0 1
Synonym 17 38 6 3
&t 320 317 223 269

mi6FE 6l BEHAERES AR EHEZ (REhEFMm S RAREE)



2024 FE A AKBREZRIRKED RN

KER & #
(BYLZAARTERT - BREEE IR It v & —)

2024 L A AKORE F2REIE, B o—E# ChET 2 2 L2 £ L,

Pl o ANV AEYYED B TEEDO L « T A4 VBMERBWVTE Y £ Lo,
2022 £F 9 AfEH RS, 2023 4FE 9 A DR R TIE, MHBAEAFEIR L E Lz, 2024 FE
HABBRE Y2 R R bo| &ExmUThR#gEW - LET, RRESTIT—BREHEIZIN A,
ERR> AT T L (FlliEiE) 23 m LT 2 HM OB L 70 £3, REFATEE —F,
ZL OERROZSMELLVBHHLTEY £7,

KEVTET A HEFTHFERIZ. KEY = 7% A b(http://saj38th.sakura.ne.ip/) CZHERDIZT E L A
L< BREWWEZLET,

B =
£Hl 20249 H 100 (k) . 11 H (k)
£ . —F&#EE (https://www.hit-u.ac.jp/hall/)

HOR A b e AR, A AR, AR ETER ARETER (A8 - A9 HiD) 44 4y
oA b RPERR AR (1b (1) fE2x4 5

BME GHEESENZzED)

8H2HET 8§ H3H~4H
NS = 10,000 H 12,000
T 7,000 H 9,000
H=E 12,000 14,000

FEEE (2,000 M) Oz ZHLEDOHIL, KEFERHETITEKETFIWD

7a s A
97 10 H (k)
9:30 ~ 17:30  —fxamiE. FERGENE. SOEGEB. s - REX
18:00 ~ 20:00 ZREE
9 411 H (k)
9:30 ~ 14:45 i

MAREHE TR THe T THIN BB REHA TESNL TR £



FBES 20249 H 10 H (k) 18:00-20:00

&35 4 fE (https://www.gakushikaikan.co.jp/)

=8
SH2HET 8 H3H~%H
ExE 8,000 10,000 4
FA 5,000 4 7,000 1
IF=E 10,000 M 12,000
ReR\EETE
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BE E 2E BABBREFZSFENERS

T 0 HARHOR R

HEE: &F0 5411 H9H (H) 13:30~17:40

T - AL TARERT IR 2 M SEEE BXION A7 A (Zoom)
BIEGRE © 2% 314 CGRES  44+i#Mas). ArI102 394

A= R/
1. A A7 4 VA EBHRESEINCT 5 iCBiofilm EOB%E &S H
AR B (RREESERRFPETSER)
2. [IBPMIEE #4285 2 Cimba o B0 B A S 28 % KA 3 IR B AR SR 0 5L
b Bk ROR P RFA R E S ROPER - B Adm Lyt 2 —)
3. [RAREE RIPP AEG Y 7 A DFE L & k]
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INAZT 4V DEBRFFTERICT S iCBiofilm EDBRR LG A
A B
(R R MR T FEER AT T4V L TE S —,
RHEER T InARNI#EFZEE)
ssugimoto@jikei.ac.jp

L OMAEMIT AR N T EOREIAEL, 2o 7B V2052 - DNAY-RNAYZ2 L7
DRSO RSN~ N 7 R B DI NONAT T ANV LDETERLT Do AT T AV LDTERLAT
=X LRH YA R (FLEHPE T8 5 R OIE ) (%3 Dbtk 7e & 2 BRR 57280121,
INAZT )V B O ZE ] R S IR AE T RARAL T A S LD EE TH D, REROBBBIE TIE, &
735 20 pm FEE EFTORSUNBIER TERNZD , DRV ASAFT )L WO G ENEROMA
WOBREA R T A LIZNEE ThoT-, F2TH AL AT T4V OBV LET iICBiofilm 1
(instantaneous Clearing of Biofilm) ZBH¥& L7= Y, 1ER DB LIEDLE . FeDJEHTCHELD
JFK &7 DB A BT A O H 5 LA R FE DR A 45723, iCBiofilm ¥E130M B 2B L
2B LRI E TN TR AT LV 2D AT D JEIT R % SAF T 4 )V DD JEATRITIE ST 5721 T,
FRD T AT 4L DEBINT D LN TRE TS D, AFIEEAVBIET, 500 pm A EDSYEL
ISAF T VL THEWNFOELE RSN~ N 7 AD R 3% 1 ML~ L D ZE[ S fiFRE T I L T &
53N Tp o7z, Fiz, iICBiofilm VAL T R ERE « BHER T « il B - KRG 1 - kMR - 2 L 7 72 &
B DA B (Candida albicans) R NVHDEA BT SAA 7 4V AOBEICHFIH TS,
6T, BIMERIEOFRIA LR A i b U7 R BV AEE T EEOREE T AF T L L% B
[ZU7e D, SAF T AV ADTERGRFESCHIE I E (N2~ A OB E D AT 537 T VA
22 Nisin A) DVEA% 3D Bl S L THE X DI EN A HEIZ/ 2> T-, AG#EE TlL, iCBiofilm J£D B %
DRGSOV TR L=,

2 3CHK

1) Sugimoto S, Arita-Morioka KI, Terao A, Yamanaka K, Ogura T, Mizunoe Y. Multitasking of
Hsp70 chaperone in the biogenesis of bacterial functional amyloids. Commun. Biol. 1:52 (2018).

2) Chiba A, Sugimoto S, Sato F, Hori S, Mizunoe Y. A refined technique for extraction of
extracellular matrices from bacterial biofilms and its applicability. Microb. Biotechnol. 8(3):392-
403 (2015).

3) Sugimoto S, Sato F, Miyakawa R, Chiba A, Onodera S, Hori S, Mizunoe Y. Broad impact of
extracellular DNA on biofilm formation by clinically isolated Methicillin-resistant and -sensitive
strains of Staphylococcus aureus. Sci. Rep. 8(1):2254 (2018).

4) Chiba A, Seki M, Suzuki Y, Kinjo Y, Mizunoe Y, Sugimoto S. Staphylococcus aureus utilizes
environmental RNA as a building material in specific polysaccharide-dependent biofilms. npj
Biofilms Microbiomes 8(1):17 (2022).

5) Sugimoto S, Kinjo Y. Instantaneous Clearing of Biofilm (iCBiofilm): an optical approach to
revisit bacterial and fungal biofilm imaging. Commun. Biol. 2023 6(1):38.
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BB #ELE 2 TERORERN2S BT EL BT IR E A EER B Hih
1
CROUR R BRI - R FERL - R A Lo 2 —)
makmurak@m.u-tokyo.ac.jp

RARUS—F Ay (PLAY) 137 VvV NEE D sn-2 NDT AT VAEAE K fREL CHEIAER LY
VUGB E BT DR RO THD, WFLE O /A 12T 50 FEEELL Lo PLA, BEHE
faf-Na—REn TRy, #HiE EOFHEN BN DD H 7 7 L —7 (cPLA,, iPLA,, sSPLA,, ZOf)
(25 FAS LD, SPLA, (secreted PLA) ITMIAEAMI WSS PLA, O—FET, MFLEIMIZIZ 11 F
DY T HZAT INFIET D, sPLAy; DFEILIR DV IR THIBEAMCAFTEL . HE-CHE G232 7=/
Rafsso, MR s /N, it —7 772 b VRS SOV R . SOITI TSGR AE D) O s
VMBI ENORFVNEERE PRI E L7025, 45 sPLA, (XRARL T EIWEL D £
AVENOFE BRI 35 TRV INBRBE R ORIRRA Y AR B A [E A 1RG22 8T, s, 1R, ff
FE ATH, AT E SRR A M B ORI, —H80 sPLA, 7 XA 7 MGE I @R BLL T
WAHZ LT ELDBFNDAIL TN, BERD sPLA-IB IZL5 B FV IFEOIEbEbRE, ZOMREIX
R T o7z, AT, BRI # OEZ T L72 SPLA, DFTLWEREZFE T2, 7N/ %
— NS UWSILD sSPLAL-TIA IXABEE Y > IR 2 o0 il 3~ AT5 2388 < I AR [2x L Cht
EIERZTR T, KIF EREODWEND sSPLA-X 1315 EOMAENS o3 ARI5EEZ WL T K%
(CHRIEBR BRAVED L, IR P R 55 DR A28 R %, sPLAS-TTIA X2 sSPLA-X O RHRIT,
5 PN B 55 D ZE 45 20380 U G BR D B2 i o B AN IR 288 KT T, BUAEME 50
il B (A ICKV BN 82 N2 B9ICE T 58 BRI~ T 2D KL JEFRAAH O KB
FTH T D, AP FLIE, PENAHTEE 35 A BRl a1 M E T 5 B0 — il 2R3 AL [RIRFLS, HifL
SMIEEREEE R LD IS AR O FHE 2 B O L Teb DO Th D,

2 BTN

1) Miki Y, et al. Group IIA secreted phospholipase A controls skin carcinogenesis and psoriasis by
shaping the gut microbiota. JCI Insight. 7, €152611, 2022.

2) Doré E, et al. The interaction of secreted phospholipase A>-IIA with the microbiota alters its
lipidome and promotes inflammation. JCI Insight. 7, 152638, 2022.
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SARE RiPP £ AR T AD R R 24EM
HEFT 1
(E BT B RT - £ 7 o AWFZEER )

umemura-m(@aist.go.jp

JRREE &0 A C LSRR S ETo MG AT D R E SR EAR T D, T CTHEDTTF
REEWIE, eIt Fl 7 a 2R AR EE AR 7 7o 78| KRB CE SN EE
RHDMEZEINHILTND, £ 10 FRTET, RRE DB EAT DT FMEEIET N TIRIARY —
LRTFREARRBEIZEIDLEDEE 2 LT, LodL 2014 FI2F % HSRIRE Aspergillus
flavus (\ZBWT, BBIRRTFF R THHVAF uF v DES R EZRE LD L2 T 12,
FAREE IZF31F % RiPP (ribosomally synthesized and post-translationally modified peptide) 24 flf%
HOFIENRI DN o T,

Dikaritin LRSI DA RiPP LA Z N ET 5 DEHITEY, Wb FHsr /e i bRk 2
RGBSR AEEEZ T T5 (K 1), 37205, RIREZ ST BEIZBWT, /NMatk~Dv 7
NARTFRE Kex2 7077 —EiT A TORmWEBRLESZ AL, &2\ T, Fri 5
DFEFBRICT—T A TERIRMET S head-to-tail TERALIEE A2 A5, B OIS LML 5
DIE, UstYa 7 73— LRSIV ORHBHI 7RI LEE 3R T D, ZORIERRBLS L BRLIER LD 2 DD
FEA TS ) DERERZATHZ LT dikaritin AR 7 AT T N TORIREIT, FEAYITHD
— BRI S R SRR TSI TV DI ER > TD 9,

AGEHTIL, ZORIREHSE RIPP G T AT RICE o7 fk gl . T DWW D0 BLEZR
PEE ., FTBRIRA T FROT VA AEREREL TORBEMEIC DWW TR %,

1) Umemura, M.*, Nagano, N., Koike, H., Kawano, J., Ishii, T., Miyamura, Y., Kikuchi, M., Tamano,
K., Yu, J., Shin-ya, K., Machida, M. Fungal Genet. Biol. 68,23 (2014).

2) Ye, Y., Minami, A., Igarashi, Y., Izumikawa, M., Umemura, M., Nagano, N., Machida, M.,
Kawahara, T., Shin-ya, K., Gomi, K., Oikawa, H.* Angew. Chem. Int. Ed. 55, 8072 (2016).

3) Nagano, N., Umemura, M.*, [zumikawa, M., Kawano J., Ishii, T., Kikuchi, M., Tomii, K.,
Kumagai, T., Yoshimi, A., Machida, M., Abe, K., Shin-ya, K., Asai, K. Fungal Genet. Biol. 86, 58
(2016).

4) Umemura, M.* Fungal Biol. Biotechnol. 7, 11 (2020).
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NAFETVEZNDORMEITEDA— M VAIH T T 7 +— LD
S VH A
(PR Rt S A TP et o & —, #E REER PR 25 A )~ —a WFJER
hasunuma@port.kobe-u.ac.jp

TR 1 ) BR A 13 S A A PEE DO T 2030 4E12 1.1 JKR VISR ET2ETHIL, 2055
WIROH T T (£ /3<0) 38N 39%% HHHEL WD, EWEIREASAAT 7 /e —% v
THIER B O SRR LR R R O 7% B TBER X T 3 A =2 /3 — 1 L E b, Bk E
ZIECH LT 25 O E DS )22 B A 2 6D TN D, DE TR A A/ — T a Rl 2022
BRI ESI, SAA A2 =T 0N AF O S3N R LT TGRS 23 T B Sz, #5
FEFTAREIZOHF T, BRREDFEIER L R385 EO I FBAREONNE, A4 B DSV H
EHIBAERE T T N7 A — DO BRI, FEER O = — XE B E 2 - SR B3 |
YL AT R M B RR, ZEEIRB Y Y 7 7 — 2 FNE S~ ORI 22 B AL 2 3R D BT
WD, BFFED T TMEE LT, A LT VXV ORATREFPIASUEESN T,

TFEDONSATIFROWTEEL T, BB L0 T —F A o AR T A7 AL DORG DA
(ZHES , T — ZEREVR DA AT SATEBRORR T 17 A b, SOIZENGEFEIE LT AT
T Ty T 4 —LORAIHB R ANAT O TND, A S O3 3 B TIIREEEREN T DO P I
BT ZEMG, X0y MY B & & R CE DMK O B REIEE OB N ED B, A
BRI 72> TND,

WHFGET L —T Tl FHRERHER TIEE AW OB R R G, R T 7 AL D BB T
KA PE AR RSO BRI R T A7 7V — R TRV, A~ —h L GHRE A TakEES
AU, SEE R 7 L ORI Ve B AR ERI ) B T T o b7 4 — DR BRFE L TE T, 7 V2L
it DOEAEITID | PEZEREBR v RE e UE MR CEER SIS SN TETWND, — T, ZOLT 48D
FIRIET —2ThY, ZNE AT oIl i T b, Fiz, B IRIEEZ oA 2L —
TN E AT ) — = T EARe, BILER TRE D B 8 LI KO B2 TR EEAY 0] ESE - A
R AHM S BIR L C& T2, A#E T, SNOEHGAA L [ A~ — N VAT T R 7 40— A
(NAFT 7T RY) JZABIT L, RO EY TR RELTIZN,

%5 3CHR

Tanaka, K., ef al. (2023) Dark accumulation of downstream glycolytic intermediates initiates

2

robust photosynthesis in cyanobacteria, Plant Physiology, 191(4), 2400-2413

N

Vavricka, CJ., et al. (2022) Machine learning discovery of missing links that mediate alternative

branches to plant alkaloids, Nature Communications, 13, 1405

3. Guirimand, G., et al. (2021) Innovative tools and strategies for optimizing yeast cell factories,
Trends in Biotechnology, 39(5), 488-504

4. Takenaka, M., et al. (2021) An ion-pair free LC-MS/MS method for quantitative metabolite
profiling of microbial bioproduction systems, Talanta, 222, 121625

5.  Vavricka, CJ., et al. (2019) Mechanism-based tuning of insect 3,4-dihydroxyphenylacetaldehyde

synthase for synthetic bioproduction of benzylisoquinoline alkaloids, Nature Communications,

10, 2015

14



BE E 73 E HABREFSFNHERS

T AARKORE T
HIF: BF 642 H29 A (K) 13:30~17:40
AT« MRS 2 A Yamasa Lecture Room 3L, 4> 74 > (Zoom)
NGkt . =% 354 GBElE 254 kAT 4 4) .
FrTAy 2% FIBRFEYT 74 beaET)

AT AN
1. [Fr7~ > FEEELICRT - A s o pise]
RS I T PN S (s 6 s e 1))
2. [EERORRE « 3ROSR & rMEIZ DV
T IR (B EERY: RFPBEEETIER)
3. [F~vHiELztL b LIenFultiBll LOMEmA A= 7]
HE 2 (BAWFRERY B (R
4. THHMEME O S 572 5 d L OB AT 72 gt~ 7" RO REfE ]
Y TYVY GOELRFERTRE LEargek)
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F o7y FEBERICAT CHERE TR OBRR
[ 2 7 ]
(BEPE R AL A T2

okano.k@kansai-u.ac.jp

2oL R e 3y AT KD FEREAREE A W TSR ORI R IE O RESLLARE . B AR
DR LMD B SN TE 72, ZNOMAEMO 2 =—7 MEE 2R~ ERICHT 5
LT FIIRE R AR CTE 7z, —J7, BRET CHMAEWITRM CIIFEE . i
DA ERBEER LR OE#EETHIND I 7 o OERBREAMHESR L, B TIIAL 270
WREZ RIET 5, BIXIEA X URBEEF TR O L, BEOBED DG & 1 IR0 55 fif
L. AZ U ZEET D, iz, BAMEIL, BEMRTOZ v X b—27I12 X0 fkx e G
ZPEA L, 1B EOMBCIRBICREL MTT, ZO XD REREREORBLA U = X L % P
L. Ef’&“?é’&iAﬁ@ﬁi%%@ﬁﬁ EEXD,

PAEMF ORI B E T X B ORI L B & ZABKEV, MAEMNET 8B T
Xy FU—7 %EE ICEXHR DT LT, ?#E@lglz\‘%i%%ﬁb%ﬁﬁ LMNZTEDLEEBIT, H
HIDOKEREZ AT DAV DRI TREL 72D, ZOEXEZWMAVHECH TID D &, HE
INET OMAEMME R Y NU—7 H BIEICEEWR 5 2 LT, WAERE D BLF & B 23 FTRE IS
BROFTTHD, ZOXIREZOL L, FHAETHKELZEOE RICHLET D EELL ORI
ICEF LI

T E TITEERIEIC & > TRIEDHAEMIE 2 N LT 2 FiEe, 7o F e ARBRIZ K
D AR O LRS- OFRIER 2 M9~ % F7 k78 EOFRE 21T > TE 7z, EHETIE, N7
TIVFT 7 —VEREMN LIEEEREEMOMLIZESI LTS, 77 —VI3REDON7 T Y

(RN L, BET D VA NV ATH D, TORRIEITECE, RpIZITEK L~ LT
RHEINDIZLEbDD, WoT, 77 —YoOmuE EREEZFAITUE, WEPOH-T-
MAEDDHZRET D ENTEDEERT, ZOXH a7 M EFEIET L,
Escherichia coli. Pseudomonas putida. Bacillus subtilis. Lactiplantibacillus plantarum 7> 72 %
ANLHBICBWTIENEOALZ RS EDL Z ENTE LN MEELTZ, £2 T, HHEOTK
I EOREY TS EMAEMERT D7 7 — VAR L, 4 BRSO BN ER
BT o7, TORE, BN ETLIWMEMOHZ R RICIHEE T 5 Z LTl L, HELED
a7 MNEFRETH I ENTEI,

ZOES T Fu—F e ERE~LEAT700E, o TeMEMO 7 7 — ¥ 2T
BATIZMLENRD D, BEY L IANLDT7 7 —VOHEBHIERTOEZLHY . LTLD
BREAEMICREGT 2 7 7 — VR HBETE 2 LIFR 520, HAWI LIZ7 7 =Y OHIZi
BE DT ) DEEEMEDD T ) DZERILSEDL Db WD, ZHITMEN T 7 L 0Hic
T OWAEMEGT D7 7 —VORGIHHNTEIR SN TWD Z & 2T, o T, ZOEHN
WCHI > T7 7 =P NLAWRTENIE, 77 —VERBET L OAFTELHEERTL, £2
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T, A7 7 —=UBWFAL LI RIBE DT ) DB 7 7 —VE R TE D0 ERFEL T (K
1A), AEBEULRRD 7 ) 5LV A 77— D DNA 258 iz CPCRIEIE L, Zhz
L IFEYRITEA LT, ZOBR, A IFEGRICA R R B R A R BL S THB 2 & T, in
vivo CDNA Wi 2L, 2RO 77—YDNA 27| T T5ZENRTES, 2
E0 77 —=VITEGE LTOREEA BREAN/EV L, 77—V 2 ANLARTE DL Z Lo
2o TOLTALARLIEZE7 7 —VIERBRO 7 77— L RREICHBESRE~FIAT 5 Z L nA]
BB Th-o7e (K1B), AREMIZ LV EEOHKREMIACHENC LEREE L 4 T~ FICE
HT 22 ERmReL 20, TERAERET] & bIESRE TR FPRRRORIEIC SRR 572
59,

M1 ANL77—UEERA) EANT T 7 — I X D EERZEB)
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BERDORE « SREROZERME & I ONT
E PN
(Gl BRE: - 5 s i SR AT

ggoshima@gmail.com

MR DR FITAEMBRORNTH b o & R RBILDO—D2TY, ZHETOH
FRCIE. HEFEERE Saccharomyces cerevisiae X°473 B4 ) Schizosaccharomyces pombe, SRIREE
Aspergillus nidulans &\ > T2[R SN T-FEDO R ORFEDRENET L E LTS EH ST
T, BEBAEMIZE T DMl - 2ROHIEHREC OV TOFEMRMmADZ 1L, Zhbo
ETFTNVEFEOMELVELNTEE Lz, MEOKRESCHHEM &, FaEtErEm < m/3x

L&%%E&mo4f~v%@<ﬁ%%wwfmﬁwfbi9#0

& ZAM, BOEOHIFEN G MR L SR I TSNS b AR AT NS D
N 75§§7\75>0“C§< F L7z, Te& A R bidsal, 7R RE S, pombe T [HELFERR] 2B
fifi L7298 CL Ml /0 2T 38U T 20 2 R
BLODRENIY TEBOFEZ LML
FLe BEBXWL, 2), bz, BARRIC
A RBTDIEET ERHNCIER LR D, 1
PR O BAREREHFE IS WTRET VR

LIFRELSERY | iR - pREAICH A T3
> I IRABERET S 2 LA RShE L

(B3, 4), o2
Dothideomycetes #i(ZJ& 9% Hortaea werneckii
X Aureobasidium pullulans 73 £AVE T

(),

A CIL, BT VR X ONEER SR OIEE
TVEEREZ IO BT OMFFEIC L D Bl BN &
NTEe, BENOMIBAER « 2RIZEB T 53

PE « ZEEPEIC a Nle X. Ak - 2R s 5 Al
'k - ZARIEICOVT, AT B O L OIS (B @f%R) Hortaea werneckii D)
W= L ET,

235 3k
1) Takeda, A. et al.: Cell Struct. Funct., 44, 113 (2019).
2) Kim, J. and Goshima, G.: Proc. Natl. Acad. Sci. USA., 119, 2114429119 (2022).
3) Goshima, G.: Genes Cells, 27, 124 (2022).
4) Kurita, G. et al.: Microbiol. Resour. Announc., 12, 0121722 (2023).
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TwrBEEFLE LI TaRBEC L MED A A—V T
HiF B
(BT Be K5 B bR
shigeto@kwansei.ac.jp

WEITEERE L, HELSNIOEEBIIT 2 &, ZORIMIIIAS & R LR A2 FF,
L2L, T<OTNCARFKEITRZRLEREEAFFOENEENL TN D, T OXOIEFHEMEFEL
RN T~ BETHD, T~ HEDETF ORI X —IZAFEF =R F =2 LT, B
BosofoER) (1, KE), ) REBICHET 221X =070 7~ (Tvry
7 hEREY, M em! B CRT) 5720, T UBELCOME AR Z L ICEE LT
YU AR MVTEN S 5 F OEENRBICET O R 52D, & <IS, o OIRENED)IC
LR % 7~ L BELITEEREA T O 23 F DR &-OoME 2SI B2 [ ofak &R
ns,

T~ CHEUTEOGED X O ICRESCIER A LE LT, H OB E EORBITIITVEEARZ
BT DHIEMTED, TDD, MBIV OMBEBIR FIE L L THBE OfE L
6D, T 204EFHTEDIAEEAE L T&E 7z, Fx ldEMITERL, 7~ EELE v
oA A= T L OIEM O SAEMEICE AT R A2 W LT 2 F9RICID M A CTE T2, T
~UANRIETIE, N T I TBIOT —F 7 OMEANEOA A=Y 0 ZIIRETH 503, B
PRORIRE 2 e EOBEEMAASC, MAEMDMED IR EORER, S FT 4N LY O
£ O BREBIRICEIT D2 DEKRME O RIE L BRBITHRD Z LN TH H, AT
I%, BV HGBRE Actinoplanes missouriensis DI D ARE 2 HRERNTIZ, T~ o EH
DN D TR B E DR T~ VT —H A A= 0 7 Tl o T2 e O 5E 2 3
ERAR

A. missouriensis [3EE WO A2 NG LT+ R EZELT D, HilT, A. missouriensis Fi-1-
BN =— 7 RIS CHRE RO Z E RN E RV DOH DN, BHHNE LD THE
o LoV TEEMINCARZE L7l CTH Y, KRR AN L RSN TS, £Z2T
T L, KPOH— A missouriensis lAFeD T <A A= T EATV, WG & E DR
fEa L LTz, £ OB, 2E&T — 2 fifiir ©—FE T& % multivariate curve resolution—
alternate least-squares' (MCR-ALS)Z HI\W\T, A A —T > 75— D EpRER R O 7B %
1Tolzs Z—7y b @RISR L TR 28061 A=V 7 820, JFEIZH 5
D LR FRED D OESNELR > TBRIEN D 7~ 43t TIE, MCR-ALS O & 9 72 A
7 NRENTOFRNHNEEZE & 725, MCR-ALS OfER (K1) 705, A missouriensis i 12513 3
DDEEIREINORE SN TND ZLRbnDd, MmL,2idEhEns 78T
JA RZRBEN, PR~ b 7 ACHIGELTWD, ZRHDORSITMAT, it
FEPZI T - &0 LRET DS 3 BRI SN, 33 DT < AT FUZHA TN
v RO TR EI RN 7230 RTH DA, 1550, 1615 e IZBLHI S 7= 2 D8 Rik
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INETITHEINTWDHIEEZHD & LTz
IR 22 B TR O NN D TH D
ZEMHBMMETRoT, Lo T, B3
IIRE L Rz ALK F#HE RS, & L3R
B LEAGERERK LI Bk Th D
DR R EIN D,

fa - FENE A MR D AR EN DM TR L
TEOLRDHMRERDTD, ae—L > T
VFAR—T AT~ 8L (CARS), &
T A (SHG), FjEs4 (SFG), 3 &
FE s A (TSFG) 72 E DIERRIE L7
e [FIRE L BLR AT RE 72~ )L T — 2 L 45 YT
BEEHNWTA A=Y 7 %fT-7-, CARS I
I 7 ~ BELO—FET, EAMIZT v
BUEL & [Al— o FRENE® A 5 %
Do LML, St OME NS
FERNOMEREL, BHEO (#
) T~ UEGEL & 0 R O UTHE
nNTns, M2IT7-T X1,
CARS (2N % T AMEAEIIZ SHG,
SFG, TSFG DAE 573 F-ZEM% CT#l
HE 7z, SHG I HERFRE 2
FFe WV CIEME L 70 5 DT,
el - FEM LK 2 D358 L L 7= 1550,
1615ecm™ DT~ Ny RERTRAVEDBHAE L BYI LI L E B bND, ik
ILZ BT, A missouriensis DAL THEERR NSRS D IETF-FE 2 W2 HIE - ST ©17- T
0, FELR AR R AR D IER A S Lo b b,

K 1.MCR-ALS ST A A —S U DR

K2 TILFE—FILERESAAA—D O TOHER

235 3k

1) Huang, C.-K., Ando, M., Hamaguchi, H., Shigeto, S., 2012, Anal. Chem. 84, 5661.

2) Yasuda, M., Takeshita, N., Shigeto, S., 2019, Anal. Chem. 91, 12501.

3) Yasuda, M., Takeshita, N., Shigeto, S., 2021, Sci. Rep. 11, 1279.

4) Zheng, Y.-T., Toyofuku, M., Nomura, N., Shigeto, S., 2013, Anal. Chem. 85, 7295.

5) Horiue, H., Sasaki, M., Yoshikawa, Y., Toyofuku, M., Shigeto, S. 2020, Sci. Rep. 10, 7704.
6) Tezuka, T., Ohnishi, Y., 2022, Biosci. Biotechnol. Biochem. 86, 552.
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FRAEMED X 622 I0H8 X UMRICM T 2EZRERTF FOFHEXE
U 7TV
(HHETRFERFERE TR

moritets@go.tuat.ac.jp

RETNOAMMECEMZEETE DMENZERINTND, £, T b OME D
SR AL EY E SR EICEST 7o, Bis T TP FEE AW EEARRT O LT
bITN D, FEIHEN Tl s 1 TR Z1T 91 21E, HIRERN~O RSy 1 08 A
INEHETH D05, WEROAERSFEATANE, SHHES T L TRE SN MIEREIC LAYSHT
XRWVENVSTEIENE STV D, AR L— 71X 20D OBEOMERIC T, e
77 a—F & LTEEEESTT K (CPP) ZHWoILHMER &, Z L CREEZRME ~0
HHUAERS TEAFMN OB Z B L T2,

CPP [T 2 8% S hk 2 B R r T OF v UV 7 & LCUIRE _HERZFHZR TX 2 ME A2 R
RTF RThHD, AW T V—7Tlix CPP % ZARL M IC @2 RIEAE LTS H A
REICT 27201CiE, £, KIBECHNMER OME 4 €7 /1 & L, CPP OFilalZb 5
KIOHRHE « MFEC CPP OFT WA v OW B 2D CT& 7z, BUE, M2 T AEMERs XL
O Z AR ~E A RTRE 72 CPP OAERIZ T L, FrIC T B i IR S oo il i AL A R A
T, CPP OB ZHEDTND,

WIT, ARSI FE 6 L C CPP OWHIHEZIER LTV D721 TldZe <. CPP &/E
KoFDFxx V7L LTOMWEBIEN L, AR L — T TIIE~7F K (PNA) % CPP
ICHEASE, AT 4 THENORIBERE # /7 B OMRERRIACAL AW DEEA IR b % %
F - AR DRI ©1T > TV D,

RO, ABFZES V— 1% CPP & b & U CHIE ~D ARy T8 A OB 247 -
TETo, AEIRZAREENCFRGET DITITE L OBENE STV DR, ARAEMEO S
572 DG &2 3 137272 T e —F L LTRWICHIRFTE 5,

SEEFR
1. YokoiY, Kawabuchi Y, Zulmajdi AA, Tanaka R, Shibata T, Muraoka T, Mori T, Molecules,
27(24): 8944 (2022), DOI: 10.3390/molecules27248944.
2. Inoue G, Toyohara D, Mori T, Muraoka T, ACS Applied Bio Materials, 4(4): 3462 (2021),
DOI: 10.1021/acsabm.1c00023.
3. Toyohara D, Yokoi Y, Inoue G, Muraoka T, Mori T, Frontiers in Microbiology, 10 (2019),
DOI: 10.3389/fmicb.2019.02534.
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